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5 <110> APPLICANT: Goodman, Corey 
7 Kid, Thomas 

9 Brose, Katja 

II Tessier-Lavigne, Marc 

15 <120> TITLE OF INVENTION: Modulating Robo: Ligand Interactions 
19 <130> FILE REFERENCE: B98-031-3 
23 <140> CURRENT APPLICATION NUMBER: 09/540,245 
25 <141> CURRENT FILING DATE: 2000-03-31 
29 <150> PRIOR APPLICATION NUMBER: 09/191,647 
31 <151> PRIOR FILING DATE: 1998-11-13 
35 <150> PRIOR APPLICATION NUMBER: 60/081,057 
37 <151> PRIOR FILING DATE: 1998-04-07 
41 <160> NUMBER OF SEQ ID NOS : 14 
45 <170> SOFTWARE: Patentln Ver . 2.0 
49 <210> SEQ ID NO: 1 
51 <211> LENGTH: 4758 
53 <212> TYPE: DNA 
55 <213> ORGANISM: human 
59 <220> FEATURE: 
61 <221> NAME/KI 
63 <222> LOCATIC 
67 <400> SEQUENC 

69 atg cgc ggc gtt ggc tgg cag atg ctg tec ctg teg ctg ggg tta gtg 4 8 

71 Met Arg Gly Val Gly Trp Gin Met Leu Ser Leu Ser Leu Gly Leu Val 

73 1 5 10 15 

77 ctg gcg ate ctg aac aag gtg gca ccg cag gcg tgc ccg gcg cag tgc 96 

79 Leu Ala lie Leu Asn Lys Val Ala Pro Gin Ala Cys Pro Ala Gin Cys 

81 20 25 30 

85 tct tgc teg ggc age aca gtg gac tgt cac ggg ctg gcg ctg cgc age 144 

87 Ser Cys Ser Gly Ser Thr Val Asp Cys His Gly Leu Ala Leu Arg Ser 

89 35 40 45 

93 gtg ccc agg aat ate ccc cgc aac ace gag aga ctg gat tta aat gga 192 
95 Val Pro Arg Asn lie Pro Arg Asn Thr Glu Arg Leu Asp Leu Asn Gly 
97 50 55 60 

101 aat aac ate aca aga att acg aag aca gat ttt get ggt ctt aga cat 240 

103 Asn Asn lie Thr Arg lie Thr Lys Thr Asp Phe Ala Gly Leu Arg His 

105 65 70 75 80 

109 eta aga gtt ctt cag ctt atg gag aat aag att age ace att gaa aga 288 

III Leu Arg Val Leu Gin Leu Met Glu Asn Lys lie Ser Thr lie Glu Arg 
113 85 90 95 

117 gga gca ttc cag gat ctt aaa gaa eta gag aga ctg cgt tta aac aga 336 

119 Gly Ala Phe Gin Asp Leu Lys Glu Leu Glu Arg Leu Arg Leu Asn Arg 

121 100 105 110 

125 aat cac ctt cag ctg ttt cct gag ttg ctg ttt ctt ggg act gcg aag 384 

127 Asn His Leu Gin Leu Phe Pro Glu Leu Leu Phe Leu Gly Thr Ala Lvs 

129 115 120 125 

133 eta tac agg ctt gat etc agt gaa aac caa att cag gca ate cca agg 432 
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ctt 


tta 


etc 


aca 


act 


2688 


511 


Arg 


Cys 


Ala 


Gly 


Pro 


Gly 


Glu 


Met 


Ala 


Asp 


Lys 


Leu 


Leu 


Leu 


Thr 


Thr 




513 










885 










890 










895 






517 


ccc 


tec 


aaa 


aaa 


ttt 


acc 


tgt 


caa 


ggt 


cct 


gtg 


gat 


gtc 


aat 


att 


eta 


2736 


519 


Pro 


Ser 


Lys 


Lys 


Phe 


Thr 


Cys 


Gin 


Gly 


Pro 


Val 


Asp 


Val 


Asn 


He 


Leu 




521 








900 










905 










910 








525 


get 


aag 


tgt 


aac 


ccc 


tgc 


eta 


tea 


aat 


ccg 


tgt 


aaa 


aat 


gat 


ggc 


aca 


2784 




file://C:\Crf3\Outhold\VsrI540245.htm 



8/21/00 



PageS of 7 



RAW SEQUENCE LISTING DATE: 08/21/2 00 0. 

PATENT APPLICATION: US/09/540 f 245 TIME: 12:44:22 

Input Set : A:\09540245.txt 

Output Set: N:\CEF3\08212000\l54024 5.raw 



527 


Ala 


Lys 


Cys 


Asn 


Pro 


Cys 


Leu 


Ser 


Asn 


Pro 


Cys 


Lys 


Asn 


Asp 


Gly 


Thr 




529 






915 










920 










925 










533 


tgt 


aat 


agt 


gat 


cca 


gtt 


gac 


ttt 


tac 


cga 


tgc 


ace 


tgt 


cca 


tat 


ggt 


2832 


535 


Cys 


Asn 


Ser 


Asp 


Pro 


Val 


Asp 


Phe 


Tyr 


Arg 


Cys 


Thr 


Cys 


Pro 


Tyr 


Gly 




537 




930 










935 










940 












541 


ttc 


aag 


ggg 


cag 


gac 


tgt 


gat 


gtc 


cca 


att 


cat 


gee 


tgc 


ate 


agt 


aac 


2880 


543 


Phe 


Lys 


Gly 


Gin 


Asp 


Cys 


Asp 


Val 


Pro 


He 


His 


Ala 


Cys 


He 


Ser 


Asn 




545 


945 










950 










955 










960 




549 


cca 


tgt 


aaa 


cat 


gga 


gga 


act 


tgc 


cac 


tta 


aag 


gaa 


gga 


gaa 


gaa 


gat 


2928 


551 


Pro 


Cys 


Lys 


His 


Gly 


Gly 


Thr 


Cys 


His 


Leu 


Lys 


Glu 


Gly 


Glu 


Glu 


Asp 




553 










965 










970 










975 






557 


gga 


ttc 


tgg 


tgt 


att 


tgt 


get 


gat 


gga 


ttt 


gaa 


gga 


gaa 


aat 


tgt 


gaa 


2976 


559 


Gly 


Phe 


Trp 


Cys 


He 


Cys 


Ala 


Asp 


Gly 


Phe 


Glu 


Gly 


Glu 


Asn 


Cys 


Glu 




561 








980 










985 










990 








565 


gtc 


aac 


gtt 


gat 


gat 


tgt 


gaa 


gat 


aat 


gac 


tgt 


gaa 


aat 


aat 


tct 


aca 


3024 


567 


Val 


Asn 


Val 


Asp 


Asp 


Cys 


Glu 


Asp 


Asn 


Asp 


Cys 


Glu 


Asn 


Asn 


Ser 


Thr 




569 






995 








1000 








1005 










573 


tgt 


gtc 


gat 


ggc 


att 


aat 


aac 


tac 


aca 


tgc 


ctt 


tgc 


cca 


cct 


gag 


tat 


3072 


575 


Cys 


Val 


Asp 


Gly 


He 


Asn 


Asn 


Tyr 


Thr 


Cys 


Leu 


Cys 


Pro 


Pro 


Glu 


Tyr 




577 


1010 








1015 








1020 












581 


aca 


ggt 


gag 


ttg 


tgt 


gag 


gag 


aag 


ctg 


gac 


ttc 


tgt 


gec 


cag 


gac 


ctg 


3120 


583 


Thr 


Gly 


Glu 


Leu 


Cys 


Glu 


Glu 


Lys 


Leu 


Asp 


Phe 


Cys 


Ala 


Gin 


Asp 


Leu 




585 


1025 






1030 








1035 








1040 




589 


aac 


ccc 


tgc 


cag 


cac 


gat 


tea 


aag 


tgc 


ate 


eta 


act 


cca 


aag 


gga 


ttc 


3168 


591 


Asn 


Pro 


Cys 


Gin 


His 


Asp 


Ser 


Lys 


Cys 


He 


Leu 


Thr 


Pro 


Lys 


Gly 


Phe 




593 








1045 








1050 








1055 






597 


aaa 


tgt 


gac 


tgc 


aca 


cca 


ggg 


tac 


gta 


ggt 


gaa 


cac 


tgc 


gac 


ate 


gat 


3216 


599 


Lys 


Cys 


Asp 


Cys 


Thr 


Pro 


Gly 


Tyr 


Val 


Gly 


Glu 


His 


Cys 


Asp 


He 


Asp 




601 






1060 








1065 








1070 








605 


ttt 


gac 


gac 


tgc 


caa 


gac 


aac 


aag 


tgt 


aaa 


aac 


gga 


gec 


cac 


tgc 


aca 


3264 


607 


Phe 


Asp 


Asp 


Cys 


Gin 


Asp 


Asn 


Lys 


Cys 


Lys 


Asn 


Gly 


Ala 


His 


Cys 


Thr 




609 




1075 








1080 








1085 










613 


gat 


gca 


gtg 


aac 


ggc 


tat 


acg 


tgc 


ata 


tgc 


ccc 


gaa 


ggt 


tac 


agt 


ggc 


3312 


615 


Asp 


Ala 


Val 


Asn 


Gly 


Tyr 


Thr 


Cys 


He 


Cys 


Pro 


Glu 


Gly 


Tyr 


Ser 


Gly 




617 


1090 








1095 








1100 












621 


ttg 


ttc 


tgt 


gag 


ttt 


tct 


cca 


ccc 


atg 


gtc 


etc 


cct 


cgt 


acc 


age 


ccc 


3360 


623 


Leu 


Phe 


Cys 


Glu 


Phe 


Ser 


Pro 


Pro 


Met 


Val 


Leu 


Pro 


Arg 


Thr 


Ser 


Pro 




625 


1105 






1110 








1115 








1120 




629 


tgt 


gat 


aat 


ttt 


gat 


tgt 


cag 


aat 


gga 


get 


cag 


tgt 


ate 


gtc 


aga 


ata 


3408 


631 


Cys 


Asp 


Asn 


Phe 


Asp 


Cys 


Gin 


Asn 


Gly 


Ala 


Gin 


Cys 


He 


Val 


Arg 


He 




633 








1125 








1130 








1135 






637 


aat 


gag 


cca 


ata 


tgt 


cag 


tgt 


ttg 


cct 


ggc 


tat 


cag 


gga 


gaa 


aag 


tgt 


3456 


639 


Asn 


Glu 


Pro 


He 


Cys 


Gin 


Cys 


Leu 


Pro 


Gly 


Tyr 


Gin 


Gly 


Glu 


Lys 


Cys 




641 






1140 








1145 








1150 








645 


gaa 


aaa 


ttg 


gtt 


agt 


gtg 


aat 


ttt 


ata 


aac 


aaa 


gag 


tct 


tat 


ctt 


cag 


3504 


647 


Glu 


Lys 


Leu 


Val 


Ser 


Val 


Asn 


Phe 


He 


Asn 


Lys 


Glu 


Ser 


Tyr 


Leu 


Gin 




649 




1155 








1160 








1165 










653 


att 


cct 


tea 


gec 


aag 


gtt 


egg 


cct 


cag 


acg 


aac 


ata 


aca 


ctt 


cag 


att 


3552 


655 


He 


Pro 


Ser 


Ala 


Lys 


Val 


Arg 


Pro 


Gin 


Thr 


Asn 


He 


Thr 


Leu 


Gin 


He 





Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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L 


1615 


M 


258 


W 


Mandatory 


Feature 


missing , 


<220> 


not 


found 


for 


SEQ 


IDS 


5 


L 


1615 


M 


258 


W 


Mandatory 


Feature 


missing, 


<221> 


not 


found 


for 


SEQ 


ID# 


5 


L 


1615 


M 


258 


W 


Mandatory 


Feature 


missing , 


<222> 


not 


found 


for 


SEQ 


ID# 


5 


L 


1615 


M 


258 


w 


Mandatory 


Feature 


missing , 


<223> 


not 


found 


for 


SEQ 


ID# 


5 


L 


1615 


M 


340 


w 


(46) "n" or "Xaa" 


used: Feature required, for SEQ ID# : 5 


L 


1627 


M 


258 


w 


Mandatory 


Feature 


missing, 


<220> 


not 


found 


for 


SEQ 


ID# 


5 


L 


1627 


M 


258 


w 


Mandatory 


Feature 


missing, 


<221> 


not 


found 


for 


SEQ 


ID# 


5 


L 


1627 


M 


258 


w 


Mandatory 


Feature 


missing, 


<222> 


not 


found 


for 


SEQ 


ID# 


5 


L 


1627 


M 


258 


w 


Mandatory 


Feature 


missing, 


<223> 


not 


found 


for 


SEQ 


ID# 


5 


M 


34 0 Repeated 


in SeqNo=5 




















L 


2278 


M 


258 


w 


Mandatory 


Feature 


missing, 


<220> 


not 


found 


for 


SEQ 


ID# 


8 


L 


2278 


M 


258 


w 


Mandatory 


Feature 


missing , 


<221> 


not 


found 


for 


SEQ 


ID# 


8 


L 


2278 


M 


258 


w 


Mandatory 


Feature 


missing, 


<222> 


not 


found 


for 


SEQ 


ID# 


8 


L 


2278 


M 


258 


w 


Mandatory 


Feature 


missing, 


<223> 


not 


found 


for 


SEQ 


ID# 


8 


L 


2278 


M 


340 


w 


(46) "n" or "Xaa" 


used: Feature required, for SEQ ID# : I 


i 


L 


2320 


M 


258 


w 


Mandatory 


Feature 


missing, 


<220> 


not 


found 


for 


SEQ 


ID# 


8 


L 


2320 


M 


258 


w 


Mandatory 


Feature 


missing, 


<221> 


not 


found 


for 


SEQ 


ID# 


8 


L 


2320 


M 


258 


w 


Mandatory 


Feature 


missing, 


<222> 


not 


found 


for 


SEQ 


ID# 


8 


L 


2320 


M 


258 


w 


Mandatory 


Feature 


missing, 


<223> 


not 


found 


for 


SEQ 


ID# 


8 


M 


340 Repeated 


in SeqNo=8 




















L 


2332 


M 


258 


w 


Mandatory 


Feature 


missing, 


<220> 


not 


found 


for 


SEQ 


ID# 


8 


L 


2332 


M 


258 


w 


Mandatory 


Feature 


missing, 


<221> 


not 


found 


for 


SEQ 


ID# 


8 


L 


2332 


M 


258 


w 


Mandatory 


Feature 


missing, 


<222> 


not 


found 


for 


SEQ 


ID# 


8 


L 


2332 


M 


258 


w 


Mandatory 


Feature 


missing, 


<223> 


not 


found 


for 


SEQ 


IDS 


8 
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